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<210>- 1 
<211> 516 
<212> DNA 

<213> Pyricularia oryzae 

<220> 

<221> CDS 

<222> (1) . . (516) 

<400> 1 

atg ggt teg caa gtt caa aag age gat gag ata acc ttc tea gac tac 48 

Met Gly Ser Gin Val Gin Lys Ser Asp Glu He Thr Phe Ser Asp Tyr 
15 10 15 

ctg ggc etc atg aet tge gtc tat gag tgg gca gae age tac gac tec 96 
Leu Gly Leu Met Thr Cys Val Tyr Glu Trp Ala Asp Ser Tyr Asp Ser 
20 25 30 

aag gac tgg gat agg ctg cga aag gtc att gcg cet act ctg egc att 144 
Lys Asp Trp Asp Arg Leu Arg Lys Val He Ala Pro Thr Leu Arg He 
35 40 45 

gac tac egc tec ttc etc gae aag etc tgg gag gca atg eeg gee gag 192 
Asp Tyr Arg Ser Phe Leu Asp Lys Leu Trp Glu Ala Met Pro Ala Glu 
50 55 60 

gag ttc gtc ggc atg gtc teg age aag eag atg ctg ggc gac cec acc 240 
Glu Phe Val Gly Met Val Ser Ser Lys Gin Met Leu Gly Asp Pro Thr 
65 70 75 80 

etc egc aeg eag cac ttc ate ggc ggc aeg egc tgg gag aag gtg tec 288 
Leu Arg Thr Gin His Phe He Gly Gly Thr Arg Trp Glu Lys Val Ser 
85 90 95 

gag gae gag gtc ate ggc tac cac eag ctg egc gtc eeg cac eag agg 336 
Glu Asp Glu Val He Gly Tyr His Gin Leu Arg Val Pro His Gin Arg 
100 105 110 



1 



tac aag gac acc acc atg aag gag gtc acc atg aag ggc cac gcc cac 384 
Tyr Lys Asp Thr Thr Met Lys Glu Val Thr Met Lys Gly His Ala His 
115 120 125 

teg gca aac ctt cac tgg tac aag aag ate gac ggc gtc tgg aag ttc 4 32 
Ser Ala Asn Leu His Trp Tyr Lys Lys lie Asp Gly Val Trp Lys Phe 
130 135 140 

gcc ggc etc aag ccc gat ate cgc tgg ggc gag ttc gac ttt gac agg 480 
Ala Gly Leu Lys Pro Asp lie Arg Trp Gly Glu Phe Asp Phe Asp Arg 
145 150 155 160 

ate ttt gag gac gga egg gag ace ttt ggc gac aaa 516 
lie Phe Glu Asp Gly Arg Glu Thr Phe Gly Asp Lys 
165 170 



<210> 2 
<211> 172 
<212> PRT 

<213> Pyricularia oryzae 

<400> 2 

Met Gly Ser Gin Val Gin Lys Ser Asp Glu lie Thr Phe Ser Asp Tyr 
15 10 15 



Leu Gly Leu Met 
20 

Lys Asp 



Asp Tyr Arg Ser 
50 



Thr Cys Val Tyr 



Glu Trp Ala Asp 
25 

Val lie Ala Pro 



Ser Tyr Asp Ser 
30 

Thr Leu Arg lie 
45 



Trp Asp Arg Leu Arg Lys 
35 40 



Phe Leu Asp Lys Leu Trp Glu Ala Met Pro Ala Glu 
55 60 



Glu Phe Val Gly Met Val Ser Ser Lys Gin Met Leu Gly Asp Pro Thr 
65 70 75 80 

Leu Arg Thr Gin His Phe lie Gly Gly Thr Arg Trp Glu Lys Val Ser 
85 90 95 

Glu Asp Glu Val lie Gly Tyr His Gin Leu Arg Val Pro His Gin Arg 

100 105 110 

Tyr Lys Asp Thr Thr Met Lys Glu Val Thr Met Lys Gly His Ala His 
115 120 125 

Ser Ala Asn Leu His Trp Tyr Lys Lys lie Asp Gly Val Trp Lys Phe 
130 135 140 

Ala Gly Leu Lys Pro Asp lie Arg Trp Gly Glu Phe Asp Phe Asp Arg 
145 150 155 160 

lie Phe Glu Asp Gly Arg Glu Thr Phe Gly Asp Lys 
165 170 



2 



<210> 3 
<211> 516 
<212> DNA 

<213> Pyricularia oryzae 

<220> 

<221> CDS 

<222> (1) . . (516) 

<400> 3 

atg ggt teg caa gtt caa aag age gat gag ata ace tte tea gae tac 48 
Met Gly Ser Gin Val Gin Lys Ser Asp Glu lie Thr Phe Ser Asp Tyr 
15 10 15 

etg ggc etc atg act tgc gtc tat gag tgg gca gae age tac gae tec 96 
Leu Gly Leu Met Thr Cys Val Tyr Glu Trp Ala Asp Ser Tyr Asp Ser 
20 25 30 

aag gae tgg gat agg etg cga aag gtc att gcg cet act etg egc att 14 4 
Lys Asp Trp Asp Arg Leu Arg Lys Val lie Ala Pro Thr Leu Arg lie 
35 40 45 

gae tac egc tec ttc etc gae aag etc tgg gag gca atg ccg gee gag 192 
Asp Tyr Arg Ser Phe Leu Asp Lys Leu Trp Glu Ala Met Pro Ala Glu 
50 55 60 

gag ttc gtc ggc atg gtc teg age aag cag gtg etg ggc gae cec acc 240 
Glu Phe Val Gly Met Val Ser Ser Lys Gin Val Leu Gly Asp Pro Thr 
65 70 75 80 

etc egc acg cag cac ttc ate ggc ggc acg egc tgg gag aag gtg tec 288 
Leu Arg Thr Gin His Phe lie Gly Gly Thr Arg Trp Glu Lys Val Ser 
85 90 95 

gag gae gag gtc ate ggc tac cac cag etg egc gtc ccg cac cag agg 336 
Glu Asp Glu Val lie Gly Tyr His Gin Leu Arg Val Pro His Gin Arg 
100 105 110 

tac aag gae ace acc atg aag gag gtc acc atg aag ggc cac gee cac 384 
Tyr Lys Asp Thr Thr Met Lys Glu Val Thr Met Lys Gly His Ala His 
115 120 125 

teg gca aac ctt cac tgg tac aag aag ate gae ggc gtc tgg aag tte 432 
Ser Ala Asn Leu His Trp Tyr Lys Lys lie Asp Gly Val Trp Lys Phe 
130 135 140 

gee ggc etc aag cec gat ate egc tgg ggc gag ttc gae ttt gae agg 480 
Ala Gly Leu Lys Pro Asp lie Arg Trp Gly Glu Phe Asp Phe Asp Arg 
145 150 155 160 

ate ttt gag gae gga egg gag acc ttt ggc gae aaa 516 
lie Phe Glu Asp Gly Arg Glu Thr Phe Gly Asp Lys 
165 170 



<210> 4 



3 



<211> 172 
<212> PRT 

<213> Pyricuiaria oryzae 
<400> 4 

Met Giy Ser Gin Val Gin Lys Ser Asp Glu lie Thr Phe Ser Asp Tyr 
15 10 15 

Leu Gly Leu Met Thr Cys Val Tyr Glu Trp Ala Asp Ser Tyr Asp Ser 
20 25 30 

Lys Asp Trp Asp Arg Leu Arg Lys Val lie Ala Pro Thr Leu Arg lie 
35 40 45 

Asp Tyr Arg Ser Phe Leu Asp Lys Leu Trp Glu Ala Met Pro Ala Glu 
50 55 60 

Glu Phe Val Gly Met Val Ser Ser Lys Gin Val Leu Gly Asp Pro Thr 
65 70 75 80 

Leu Arg Thr Gin His Phe lie Gly Gly Thr Arg Trp Glu Lys Val Ser 

85 90 95 

Glu Asp Glu Val lie Gly Tyr His Gin Leu Arg Val Pro His Gin Arg 
100 105 110 

Tyr Lys Asp Thr Thr Met Lys Glu Val Thr Met Lys Gly His Ala His 
115 120 125 

Ser Ala Asn Leu His Trp Tyr Lys Lys lie Asp Gly Val Trp Lys Phe 
130 135 140 

Ala Gly Leu Lys Pro Asp lie Arg Trp Gly Glu Phe Asp Phe Asp Arg 
145 150 155 160 

lie Phe Glu Asp Gly Arg Glu Thr Phe Gly Asp Lys 
165 170 



<210> 5 
<211> 21 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: chemically synthesized primer 
<400> 5 

gcagtgatac ccacaccaaa g 21 



<210> 6 

<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 



4 




<223> Description of Artificial Sequence: chemically synthesized primer 
<400> 6 

ttatttgtcg gcaaaggtct cc 22 



<210> 7 
<211> 44 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: chemically synthesized primer 
<400> 7 

agttcgaact ggaattcaac cggcacgcat gatgcatgca ttta 44 



<210> 8 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: chemically synthesized primer 

<400> 8 

atgggttcgc aagttcaaaa g 21 



<210> 9 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: chemically synthesized primer 
<400> 9 

gtggcccttc atggtgacct cct 23 



<210> 10 

<211> 20 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: chemically synthesized primer 
<400> 10 

acaagctctg ggaggcaatg 20 



<210> 11 
<211> 37 
<212> DNA 



5 



<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: chemically synthesized primer 

<400> 11 

atcgtcgacg tgaattcgtc ttgtaaaagc cgccaac 37 



<210> 12 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: chemically synthesized primer 

<400> 12 

ttcgtcggca tggtctcgag catctag 27 



<210> 13 
<211> 600 
<212> DNA 

<213> Pyricularia oryzae 
<400> 13 

ctagcaaccg cagtgatacc cacaccaaag agcttccttc agtctagtat agttcacttc 60 

aacttgtaaa agccgccaac atgggttcgc aagttcaaaa gagcgatgag ataaccttct 120 

cagactacct gggcctcatg acttgcgtct atgagtgggc agacagctac gactccaagg 180 

actgggatag gctgcgaaag gtcattgcgc ctactctgcg cattgactac cgctccttcc 240 

tcgacaagct ctgggaggca atgccggccg aggagttcgt cggcatggtc tcgagcaagc 300 

aggtgctggg cgaccccacc ctccgcacgc agcacttcat cggcggcacg cgctgggaga 360 

aggtgtccga ggacgaggtc atcggctacc accagctgcg cgtcccgcac cagaggtaca 420 

aggacaccac catgaaggag gtcaccatga agggccacgc ccactcggca aaccttcact 480 

ggtacaagaa gatcgacggc gtctggaagt tcgccggcct caagcccgat atccgctggg 540 

gcgagttcga ctttgacagg atctttgagg acggacggga gacctttggc gacaaataaa 600 



<210> 14 
<211> 545 
<212> DNA 

<213> Pyricularia oryzae 
<400> 14 

ctagtatagt tcacttcaac ttgtaaaagc cgccaacatg ggttcgca'ag ttcaaaagag 60 



cgatgagata accttctcag actacctggg cctcatgact tgcgtctatg agtgggcaga 



120 




cagctacgac 


tccaaggact 


gggataggct 


gcgaaaggtc 


attgcgccta 


ctctgcgcat 


180 


tgactaccgc 


tccttcctcg 


acaagctctg 


ggaggcaatg 


ccggccgagg 


agttcgtcgg 


240 


catggtctcg 


agcaagcagg 


tgctgggcga 


ccccaccctc 


cgcacgcagc 


acttcatcgg 


300 


cggcacgcgc 


tgggagaagg 


tgtccgagga 


cgaggtcatc 


ggctaccacc 


agctgcgcgt 


360 


cccgcaccag 


aggtacaagg 


acaccaccat 


gaaggaggtc 


accatgaagg 


gccacgccca 


420 


ctcggcaaac 


cttcactggt 


acaagaagat 


cgacggcgtc 


tggaagttcg 


ccggcctcaa 


480 


gcccgacatc 


cgctggggcg 


agttcgactt 


tgacaggatc 


tttgaggacg 


gacgggagac 


540 


ctttg 












545 



<210> 15 

<211> 538 

<212> DNA 

<213> Pyricularia oryzae 

<400> 15 



agttcacttc 


aacttgtaaa 


agccgccaac 


atgggttcgc 


aagttcaaaa 


gagcgatgag 


60 


ataaccttct 


cagactacct 


gggcctcatg 


acttgcgtct 


atgagtgggc 


agacagctac 


120 


gactccaagg 


actgggatag 


gctgcgaaag 


gtcattgcgc 


ctactctgcg 


cattgactac 


180 


cgctccttcc 


tcgacaagct 


ctgggaggca 


atgccggccg 


aggagttcgt 


cggcatggtc 


240 


tcgagcaagc 


aggtgctggg 


cgaccccacc 


ctccgcacgc 


agcacttcat 


cggcggcacg 


300 


cgctgggaga 


aggtgtccga 


ggacgaggtc 


atcggctacc 


accagctgcg 


cgtcccgcac 


360 


cagaggtaca 


aggacaccac 


catgaaggag 


gtcaccatga 


agggccacgc 


ccactcggca 


420 


aaccttcact 


ggtacaagaa 


gatcgacggc 


gtctggaagt 


tcgccggcct 


caagcccgac 


480 


atccgctggg 


gcgagttcga 


ctttgacagg 


atctttgagg 


acggacggga 


gacctttg 


538 



<210> 16 

<211> 610 

<212> DNA 

<213> Pyricularia oryzae. 

<400> 16 



ctagcaaccg 


cagtgatacc 


cacaccaaag 


agcttccttc 


agtctagtat 


agttcacttc 


60 


aacttgtaaa 


agccgccaac 


atgggttcgc 


aagttcaaaa 


gagcgatgag 


ataaccttct 


120 


cagactacct 


gggcctcatg 


acttgcgtct 


atgagtgggc 


agacagctac 


gactccaagg 


180 


actgggatag 


gctgcgaaag 


gtcattgcgc 


ctactctgcg 


cattgactac 


cgctccttcc 


240 
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l_ ^ \^ C-A ^4 ^ 


ctcrcfcraaaca 

^ ^ U. \^ 


a.tioccoocca 


aacraat t cot 


cQQcataotc 


t cgagcaagc 


300 


d y V- w ^ 


\^ ^ Gk. \^ Vrf V— ■» S-ii \^ >wr 


CXLCCOCa.CQC 


aacact teat 


cggcggcacg 


cgctgggaga 


360 




fTCf;5 rrr;? ncrt" p 


Ai" poapi" sec 


a r* p a cic t crccr 


ccsi^cccacsc 


cs.as.cialLLS.ca 


420 


aggacaccac 


catgaaggag 


gtcaccatga 


agggccacgc 


ccactcggca 


aaccttcact 


480 


ggtacaagaa 


gatcgacggc 


gtctggaagt 


tcgccggcct 


caagcccgat 


atccgctggg 


540 


gcgagttcga 


ctttgacagg 


atctttgagg 


acggacggga 


gacctttggc 


gacaaataaa 


600 


tgcatgcatc 












610 


<210> 17 
<211> 732 

<212> DNA 

<213> Pyricularia oryzae 










<r4 nn"> 17 
tccttcagtc 


tagtatagtt 


cacttcaact 


YntriPiPiPiCICC 
L« d a V V 


v-^ <-A v_-» l_ 


attcacaaat 


60 


tcaaaagagc 


gatgagataa 


ccttctcagg 


tgagcat aat 


at ccccctcc 


aaaaagaaaa 


120 


tagcggtgaa 


gccaccaacg 


acagtaccgc 


L- U <JL Va< 


f-pr-ppfpcaa 

\^ \^ ^ Vm" V_<' ^2 


act acctcroa 


180 


cctcatgact 


tgcgtctatg 


agtgggcaga 


Cf^nct s.ccis.c 


t ccaaaaact 


gggat aggct 


240 


gcgaaaggtc 


attgcgccta 


ctctgcgcgt 


atgttccgcc 


ctgccatgtt 


tatttttact 


300 


ttcccacacc 


aaatccagac 


tttaacagcg 


acgaccaaaa 


aaaaaaaaaa 


aaaacagatt 


360 


gactaccgct 


ccttcctcga 


caagctctgg 


aaoacaatac 


cggccgagga 


attcatcaac 


420 


atggtctcga 


gcaagcaggt 


gctgggcgac 


cccaccct cc 


gcacgcagca 


cttcatcggc 


480 


ggcacgcgct 


gggagaaggt 


gtccgaggac 


gaggtcat eg 


get accacca 


get gcgcgt c 


540 


ccgcaccaga 


ggtacaagga 


caccaccatg 


aaggaggtca 


ccatgaaggg 


ccacgcccac 


600 


tcggcaaacc 


ttcactggta 


caagaagatc 


gacggcgtct 


ggaagttcgc 


cggcctcaag 


660 


cccgacatcc 


gctggggcga 


gttcgacttt 


gacaggatct 


ttgaggacgg 


acgggagaec 


720 


tttggcgaca 


aa 










732 


<210> 18 
<211> 729 
<212> DNA 

<213> Pyricularia oryzae 










<400> 18 
ttccttcagt 


ctagtatagt 


tcacttcaac 


ttgtaaaagc 


cgccaacatg 


ggttcgcaag 


60 


ttcaaaagag 


cgatgagata 


accttctcag 


gtgagcataa 


tatccccctc 


caaaaagaaa 


120 




atagcggtga 


agccaccaac 


gacagtaccg 


ctgaccctaa 


ttcccctcca 


gactacctgg 


180 


gcctcatgac 


ttgcgtctat 


gagtgggcag 


acagctacga 


ctccaaggac 


tgggataggc 


240 


tgcgaaaggt 


cattgcgcct 


actctgcgcg 


tatgttccgc 


cctgccatgt 


ttatttttac 


300 


tttcccacac 


caaatccaga 


ctttaacagc 


gacgaccaaa 


aaaaaaaaaa 


acagattgac 


360 


taccgctcct 


tcctcgacaa 


gctctgggag 


gcaatgccgg 


ccgaggagtt 


cgtcggcatg 


420 


gtctcgagca 


agcaggtgct 


gggcgacccc 


accctccgca 


cgcagcactt 


catcggcggc 


480 


acgcgctggg 


agaaggtgtc 


cgaggacgag 


gtcatcggct 


accaccagct 


gcgcgtcccg 


540 


caccagaggt 


acaaggacac 


caccatgaag 


gaggtcacca 


tgaagggcca 


cgcccactcg 


600 


gcaaaccttc 


actggtacaa 


gaagatcgac 


ggcgtctgga 


agttcgccgg 


cctcaagccc 


660 


gacatccgct 


ggggcgagtt 


cgactttgac 


aggatctttg 


aggacggacg 


ggagaccttt 


720 


ggcgacaaa 












729 



<210> 19 

<211> 33 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic peptide derived from 
Pyricularia oryzae 



<400> 19 

Gly Asp His Pro Pro Lys Ser Asp Leu Val Pro Arg Gly Ser Pro Gly 
15 10 15 



lie Arg Leu Val Lys Ala Ala Asn Met Gly Ser Gin Val Gin Lys Ser 
20 25 30 



Asp 
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